Genetic diversity and virulence of Rhizoctonia species associated with plantings of Lotus corniculatus.
Species of Rhizoctonia cause a blight of Lotus corniculatus, a perennial forage legume. We characterized genetic variation and virulence in populations of R. solani and binucleate Rhizoctonia's associated with diseased L. corniculatus in field plantings over several years. Isolates of anastomosis groups AG-1 and AG-4 accounted for the R. solani recovered from diseased leaf and shoot tissues. Isolates of binucleate Rhizoctonia were recovered predominantly from soil and associated plant debris. Isolates of R. solani were more virulent on leaves and shoots of L. corniculatus than were binucleate Rhizoctonia isolates. Numerous unique DNA restriction patterns were observed among binucleate isolates and anastomosis groups of R. solani. Variation in restriction patterns was greater among isolates of AG-1 from the lower plant canopy than from the upper canopy. No restriction pattern was shared by any isolate from AG-1 and AG-4. Allelic and genotypic heterogeneity of AG-1 isolates were also greater in the lower plant canopy. Binucleate isolates exhibited greater heterogeneity than AG-1 isolates from either canopy region. L. corniculatus offers significant opportunities for investigating temporal and spatial dynamics of genetic structure of Rhizoctonia populations in perennial plant systems.